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Application of HPLC in Human Urine Analysis

Tamaki JIKYO

Abstract

Comprehensive analyses, using biological specimens, such as blood, urine and organs, are highly likely
to enable researchers to acquire an understanding and manage the risks of the fluctuations of biological
information. Unlike blood and organs, urine can be obtained non-invasively. Containing miscellaneous
categories of substances, such as organic acids, amino acids, purines, pyrimidines, sugars, sugar alcohols,
peptides and proteins, human urine specimens can provide information comprehensively for the diagnosis
of metabolic abnormalities. However, urine components are problematic in that peptides and proteins are
unstable, the physiological fluctuation range is large, the measured value is not constant and there are
many contaminants.

This study aimed to present a new urine analysis method by performing a comprehensive pattern
analysis, using high-performance liquid chromatography (HPLC) of the organic components in human
urine specimens. First, it assessed the measurement conditions of the pretreatment method and those of
the HPLC method to rapidly and easily measure human urine specimens. Next, comprehensive pattern
analysis of human urinary organic components was performed on urine specimens from three Japanese
women in their 20s to 30s, using the established measurement conditions of the pretreatment method and
HPLC.
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